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Genealogy &

The Clay Family Society welcomes participation from anyone
interested in the serious study of genealogy, family history,
and the Clay surname in all its geographic and spelling
variants. Participation is not casual crowdsourcing. The work
is cumulative, evidence-driven, and meant to remain useful
to future researchers. This page explains the standards,
ethical expectations, and evidentiary framework that guide

DNA Igesearch

How participation, evidence standards,
ethics, and methodology guide
Clay Family Society research

STANDARDS & EVIDENCE POLICY

-

o The Society operates on a genealogical proof standard model.

e Assertions about identity, parentage, relationships, dates,
and places must be supported by cited, evaluated, and
contextualized evidence.

e Primary sources are prioritized: vital records, probate files,
deeds, wills, and contemporancus church or court records.

e Secondary sources may be used only with explicit attribution
and critical assessment.

o Evidence is weighted support, not binary proof.

how contributions are made, evaluated, and preserved. o Conflicting evidence is documented rather than suppressed.

¢ Unsourced trees, online hints, and copied compilations are
not accepted on their own.

o Uncertainty should remain visible rather than
resolved prematurely.

Participation reflects a shared commitment to historical accuracy,
intellectual honesty, and respect for both living individuals and the
archival record. Whether members contribute documents, propose
lineage connections, submit DNA interpretations, or collaborate on
research questions, claims must be traceable and conclusions remain
provisional unless supported by evidence.

These standards are implemented through the Society’s documented
methodology and primary research system so that sources, conflicts,
and conclusions are recorded consistently and can be reviewed later.

" @) PUBLIC SCHOLARSHIP VS. MEMBER COLLABORATION .

" PUBLIC SCHOLARSHIP

explanatory materials,
methodology statements,
selected curated archives,
and interpretive summaries.

RESPONSIBLE USE

Genealogy involves people, some living and some
recently deceased, so ethical participation requires
restraint as much as enthusiasm.
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| MEMBER COLLABORATION

working datasets, internal
rescarch notes, developing
hypotheses, tools, and templates.

¢ Respect privacy, consent, and applicable data protection laws.

¢ Do not publish sensitive personal data of living individuals.

¢ Handle DNA results with particular care; genetic evidence is
powerful, probabilistic, and easily misinterpreted without context.
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These are member-only spaces
that protect ongoing research,
reduce the spread of unvetted
conclusions, and provide context,
guidance, and peer review.
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¢ Distinguish evidence, inference, and speculation.
These support transparency
and encourage responsible
engagement with Clay
family history.

o Hypotheses are welcome; unsupported assertions are not.
¢ Attribution is mandatory.

¢ Disagreements should be documented with evidence
rather than rhetoric.
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RESEARCH COLLABORATION (MEMBERS ONLY):
coordinated lineage studies, DNA analysis discussions,
and collaborative problem-solving.

o New participants may begin by reading the methodology,
reviewing curated materials, and asking informed questions.

¢ Advanced contributors may submit documents, propose
research problems, or collaborate on lineage reconstruction.

e Participation is measured by quality, not volume.

TooLS & TEMPLATES (MEMBERS ONLY):
standardized research logs, evidence analysis forms,
citation models, and methodological guides.

e The Society values careful sourcing, transparent reasoning,
and willingness to revise conclusions when new evidence appears.

The goal is not to close questions quickly, but to leave a
reliable record of what is known, what is uncertain, and why.

The Society’s primary DNA focus as a

single-surname society is Y-DNA.

o FamilyTreeDNA is used for all Y-DNA research.

¢ Autosomal DNA (atDNA) is used by Workgroups
on a case-by-case basis.

¢ mtDNA is currently being upgraded at
FamilyTreeDNA and may soon become a more
valuable tool.

For every member who bes an Earliest
Known Clay Ancestor (EKCA) different
from other members, the Society creates

a new line in its Trees and Branches
database known as The Next Generation (TNG).
If more than one member shares the same EKCA,
their Branch is added to that EKCA Tree

with permission.

EKCA TREE _;)
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The TNG system organizes related members by EKCA Tree and See the DNA Methodology section for more detail.

Branch so that lineage research remains structured, traceable, and comparable.

Evidence First. Collaboration with Integrity.
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